Dataset 2 (#5425) – Pathway Tree - One-&-Two-Hits
(Ref:  EMBL-EBI Reactome ‘Skypainter’ http://www.reactome.org/cgi-bin/skypainter2)

Statistically over-represented events in hierarchy

Each Event is coloured according to the un-adjusted, i.e. not corrected for multiple testing, probability (from hypergeometric test) of seeing given number or more genes in this Event by chance. Please note that only those "child" events are shown which have a p-value lower than the "parent" event. The top-level (root) Events are ordered according to the lowest p-value of their components.
Colour key for probabilities:
1e+00 3e-01 1e-01 3e-02 1e-02 3e-03 1e-03 3e-04 1e-04 3e-05 1e-05 3e-06 1e-06 3e-07 1e-07 3e-08 1e-08 3e-09 1e-09 3e-10 >
Gene Expression
3.5e-08, 22/411




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=75071&" 
mRNA Processing

1.5e-04, 9/136


[image: image2.png]




 HYPERLINK "javascript:%20d_74160.o(36);" 
cProcessing of Capped Transcripts
5.5e-05, 9/120




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=157279&" 
3' -UTR-mediated translational regulation

1.7e-04, 8/109




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=392499&" 
Metabolism of proteins

2.4e-03, 10/239


[image: image6.png]




 HYPERLINK "javascript:%20d_74160.o(69);" 
cTranslation
4.2e-04, 8/124


[image: image8.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image9.png]




 HYPERLINK "javascript:%20d_74160.o(79);" 
cEukaryotic Translation Initiation
2.8e-04, 8/117


[image: image11.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image12.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image13.png]




 HYPERLINK "javascript:%20d_74160.o(89);" 
cL13a-mediated translational silencing of Ceruloplasmin expression
1.7e-04, 8/109




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=74159&" 
Transcription

5.6e-02, 5/141


[image: image16.png]




 HYPERLINK "javascript:%20d_74160.o(106);" 
cRNA Polymerase II Transcription
1.6e-02, 5/101


[image: image18.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image19.png]




 HYPERLINK "javascript:%20d_74160.o(113);" 
cRNA Polymerase II Transcription Termination

3.8e-04, 5/43




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=76044&" 
Post-Elongation Processing of the Transcript

3.8e-04, 5/43




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=186712&" 
Regulation of beta-cell development

4.9e-03, 6/108


[image: image23.png]




 HYPERLINK "javascript:%20d_74160.o(135);" 
cRegulation of gene expression in beta cells
3.2e-03, 6/99




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=71291&" 
Metabolism of amino acids and derivatives

5.8e-02, 6/188


[image: image26.png]




 HYPERLINK "javascript:%20d_74160.o(151);" 
cRegulation of ornithine decarboxylase (ODC)
4.8e-03, 4/47




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=109582&" 
Hemostasis

8.6e-01, 3/317


[image: image29.png]




 HYPERLINK "javascript:%20d_74160.o(162);" 
cCell surface interactions at the vascular wall
1.5e-01, 3/92


[image: image31.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image32.png]




 HYPERLINK "javascript:%20d_74160.o(167);" 
cBasigin interactions
5.6e-03, 3/25




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=168254&" 
Influenza Infection

8.4e-03, 6/121


[image: image35.png]




 HYPERLINK "javascript:%20d_74160.o(180);" 
cInfluenza Life Cycle

6.9e-03, 6/116




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=69278&" 
Cell Cycle, Mitotic

6.9e-02, 8/297


[image: image38.png]




 HYPERLINK "javascript:%20d_74160.o(198);" 
cS Phase
1.6e-02, 5/101


[image: image40.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/line.gif" \* MERGEFORMATINET [image: image41.png]




 HYPERLINK "javascript:%20d_74160.o(205);" 
cSynthesis of DNA
1.1e-02, 5/91


[image: image43.png]




 HYPERLINK "javascript:%20d_74160.o(212);" 
cRegulation of DNA replication
1.7e-02, 4/67




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=69306&" 
DNA Replication

5.3e-02, 6/184


[image: image46.png]




 HYPERLINK "javascript:%20d_74160.o(226);" 
cSynthesis of DNA
1.1e-02, 5/91


[image: image48.png]




 HYPERLINK "javascript:%20d_74160.o(233);" 
cRegulation of DNA replication
1.7e-02, 4/67




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=381150&" 
Diabetes pathways

9.6e-02, 7/266


[image: image51.png]




 HYPERLINK "javascript:%20d_74160.o(248);" 
cInsulin Synthesis and Processing
4.6e-02, 5/133


[image: image53.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image54.png]




 HYPERLINK "javascript:%20d_74160.o(255);" 
cMAFA-, NKX2-2-, PAX6-, and PDX1-dependent synthesis of insulin precursor protein
9.2e-03, 5/88


[image: image56.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image57.png]




 HYPERLINK "javascript:%20d_74160.o(262);" 
cSignal Recognition (Preproinsulin)
1.3e-02, 5/96


[image: image59.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image60.png]




 HYPERLINK "javascript:%20d_74160.o(269);" 
cInteraction between SRP and SRP Receptor
1.4e-02, 5/98


[image: image62.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image63.png]




 HYPERLINK "javascript:%20d_74160.o(276);" 
cCleavage of the Signal Peptide of Preproinsulin
1.7e-02, 5/102


[image: image65.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image66.png]




 HYPERLINK "javascript:%20d_74160.o(283);" 
cTranslocation of Preproinsulin to Endoplasmic Reticulum
2.0e-02, 5/107




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=445292&" 
Signal Recognition (Preprolactin)

1.3e-02, 5/96




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=109581&" 
Apoptosis

1.4e-02, 6/134




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=69620&" 
Cell Cycle Checkpoints

2.3e-01, 3/112


[image: image71.png]




 HYPERLINK "javascript:%20d_74160.o(310);" 
cG1/S DNA Damage Checkpoints
4.7e-02, 3/55


[image: image73.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image74.png]




 HYPERLINK "javascript:%20d_74160.o(315);" 
cp53-Independent G1/S DNA damage checkpoint
3.5e-02, 3/49


[image: image76.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image77.png]




 HYPERLINK "javascript:%20d_74160.o(320);" 
cp53-Dependent G1/S DNA damage checkpoint
4.1e-02, 3/52




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=212919&" 
Regulation of activated PAK-2p34 by proteasome mediated degradation

3.0e-02, 3/46




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=195721&" 
Signaling by Wnt

4.3e-02, 3/53
Total number of events assessed: 4721
Number of matching events (i.e. individual hypergeometric tests performed): 213
Number of genes matching submitted identifiers: 64

Dataset 2 (ref #5425) – Pathway Tree - Greater-than-2-Hits
(Ref:  EMBL-EBI Reactome ‘Skypainter’ http://www.reactome.org/cgi-bin/skypainter2)

Statistically over-represented events in hierarchy

Each Event is coloured according to the un-adjusted, i.e. not corrected for multiple testing, probability (from hypergeometric test) of seeing given number or more genes in this Event by chance. Please note that only those "child" events are shown which have a p-value lower than the "parent" event. The top-level (root) Events are ordered according to the lowest p-value of their components.
Colour key for probabilities:
1e+00 3e-01 1e-01 3e-02 1e-02 3e-03 1e-03 3e-04 1e-04 3e-05 1e-05 3e-06 1e-06 3e-07 1e-07 3e-08 1e-08 3e-09 1e-09 3e-10 >



 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=392499&" 
Metabolism of proteins

4.3e-18, 21/239




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=74160&" 
Gene Expression

3.1e-07, 15/411


[image: image83.png]




 HYPERLINK "javascript:%20d_392499.o(41);" 
cTranslation
6.2e-12, 13/124


[image: image85.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image86.png]




 HYPERLINK "javascript:%20d_392499.o(56);" 
cEukaryotic Translation Elongation
3.4e-12, 12/92


[image: image88.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image89.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image90.png]




 HYPERLINK "javascript:%20d_392499.o(70);" 
cPeptide chain elongation
2.3e-12, 12/89


[image: image92.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image93.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image94.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image95.png]




 HYPERLINK "javascript:%20d_392499.o(84);" 
cAminoacyl-tRNA binds to the ribosome at the A-site2.0e-12, 12/88


[image: image97.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image98.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image99.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image100.png]




 HYPERLINK "javascript:%20d_392499.o(98);" 
cHydrolysis of eEF1A:GTP
2.0e-12, 12/88




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=157279&" 
3' -UTR-mediated translational regulation

2.7e-11, 12/109




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=168254&" 
Influenza Infection

1.7e-09, 11/121


[image: image104.png]




 HYPERLINK "javascript:%20d_392499.o(139);" 
cInfluenza Life Cycle
1.1e-09, 11/116


[image: image106.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image107.png]




 HYPERLINK "javascript:%20d_392499.o(152);" 
cInfluenza Viral RNA Transcription and Replication
7.4e-10, 11/112


[image: image109.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image110.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image111.png]




 HYPERLINK "javascript:%20d_392499.o(165);" 
cViral mRNA Translation
3.7e-10, 11/105


[image: image113.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image114.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image115.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image116.png]




 HYPERLINK "javascript:%20d_392499.o(178);" 
cSynthesis of PB1-F2
5.2e-11, 11/88


[image: image118.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image119.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image120.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image121.png]




 HYPERLINK "javascript:%20d_392499.o(191);" 
cViral Protein Synthesis
3.3e-10, 11/104




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=186712&" 
Regulation of beta-cell development

5.0e-10, 11/108


[image: image124.png]




 HYPERLINK "javascript:%20d_392499.o(217);" 
cRegulation of gene expression in beta cells
1.9e-10, 11/99


[image: image126.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image127.png]




 HYPERLINK "javascript:%20d_392499.o(230);" 
cMAFA-, NKX2-2-, PAX6-, and PDX1-dependent synthesis of insulin precursor protein
5.2e-11, 11/88




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=381150&" 
Diabetes pathways

7.5e-07, 12/266


[image: image130.png]




 HYPERLINK "javascript:%20d_392499.o(257);" 
cInsulin Synthesis and Processing
4.8e-09, 11/133


[image: image132.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image133.png]




 HYPERLINK "javascript:%20d_392499.o(270);" 
cMAFA-, NKX2-2-, PAX6-, and PDX1-dependent synthesis of insulin precursor protein
5.2e-11, 11/88


[image: image135.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image136.png]




 HYPERLINK "javascript:%20d_392499.o(283);" 
cSignal Recognition (Preproinsulin)
1.4e-10, 11/96


[image: image138.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image139.png]




 HYPERLINK "javascript:%20d_392499.o(296);" 
cInteraction between SRP and SRP Receptor
1.7e-10, 11/98


[image: image141.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image142.png]




 HYPERLINK "javascript:%20d_392499.o(309);" 
cCleavage of the Signal Peptide of Preproinsulin
2.7e-10, 11/102


[image: image144.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image145.png]




 HYPERLINK "javascript:%20d_392499.o(322);" 
cTranslocation of Preproinsulin to Endoplasmic Reticulum
4.5e-10, 11/107




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=445292&" 
Signal Recognition (Preprolactin)

1.4e-10, 11/96




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=69278&" 
Cell Cycle, Mitotic

3.4e-02, 6/297


[image: image149.png]




 HYPERLINK "javascript:%20d_392499.o(356);" 
cMitotic G2-G2/M phases
4.9e-03, 4/84


[image: image151.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image152.png]




 HYPERLINK "javascript:%20d_392499.o(362);" 
cG2/M Transition
4.3e-03, 4/81


[image: image154.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image155.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image156.png]




 HYPERLINK "javascript:%20d_392499.o(368);" 
cCentrosome maturation
2.5e-03, 4/70


[image: image158.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image159.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image160.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image161.png]




 HYPERLINK "javascript:%20d_392499.o(374);" 
cLoss of proteins required for interphase microtubule organizationÂ from the centrosome
1.6e-03, 4/62




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=927725&" 
Interactions of the immunoglobulin superfamily (IgSF) member proteins

3.9e-02, 2/38


[image: image164.png]




 HYPERLINK "javascript:%20d_392499.o(384);" 
cNephrin interactions
1.5e-02, 2/23


[image: image166.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image167.png]




 HYPERLINK "javascript:%20d_392499.o(388);" 
cInteraction of nephrin with adherens junction-associated proteins
2.3e-03, 2/9




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=109582&" 
Hemostasis

2.7e-01, 4/317


[image: image170.png]




 HYPERLINK "javascript:%20d_392499.o(398);" 
cFormation of Platelet plug
1.3e-01, 4/236


[image: image172.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image173.png]




 HYPERLINK "javascript:%20d_392499.o(404);" 
cPlatelet Activation
1.1e-01, 4/218


[image: image175.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image176.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image177.png]




 HYPERLINK "javascript:%20d_392499.o(410);" 
cResponse to elevated platelet cytosolic Ca2+
3.5e-02, 3/87


[image: image179.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image180.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image181.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image182.png]




 HYPERLINK "javascript:%20d_392499.o(415);" 
cPlatelet degranulation 
3.0e-02, 3/82




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=196854&" 
Metabolism of vitamins and cofactors

5.5e-02, 2/46


[image: image185.png]




 HYPERLINK "javascript:%20d_392499.o(424);" 
cMetabolism of water-soluble vitamins and cofactors
4.1e-02, 2/39




 HYPERLINK "http://www.reactome.org/cgi-bin/eventbrowser?DB=gk_current&ID=163685&" 
Integration of energy metabolism

4.1e-02, 3/93

Total number of events assessed: 4721
Number of matching events (i.e. individual hypergeometric tests performed): 129
Number of genes matching submitted identifiers: 36

