Dataset 1 (ref #2404) – Pathway Tree - One-&-Two-Hits
(Ref:  EMBL-EBI Reactome ‘Skypainter’ http://www.reactome.org/cgi-bin/skypainter2)

Statistically over-represented events in hierarchy

Each Event is coloured according to the un-adjusted, i.e. not corrected for multiple testing, probability (from hypergeometric test) of seeing given number or more genes in this Event by chance. Please note that only those "child" events are shown which have a p-value lower than the "parent" event. The top-level (root) Events are ordered according to the lowest p-value of their components.
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Gene Expression
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cTranslation
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3' -UTR-mediated translational regulation
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Influenza Infection
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cInfluenza Life Cycle
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cInfluenza Viral RNA Transcription and Replication
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cViral mRNA Translation
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cSynthesis of PB1-F2
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cViral Protein Synthesis
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Regulation of beta-cell development
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cRegulation of gene expression in beta cells
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[image: image30.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image31.png]




 HYPERLINK "javascript:%20d_72766.o(267);" 
cMAFA-, NKX2-2-, PAX6-, and PDX1-dependent synthesis of insulin precursor protein
2.4e-13, 16/88
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Diabetes pathways
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cInsulin Synthesis and Processing
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cMAFA-, NKX2-2-, PAX6-, and PDX1-dependent synthesis of insulin precursor protein
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cSignal Recognition (Preproinsulin)
9.1e-13, 16/96
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cInteraction between SRP and SRP Receptor
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cCleavage of the Signal Peptide of Preproinsulin
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cTranslocation of Preproinsulin to Endoplasmic Reticulum
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Signal Recognition (Preprolactin)
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mRNA Processing
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cProcessing of Capped Transcripts
1.9e-04, 8/120
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cProcessing of Capped Intron-Containing Pre-mRNA
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cFormation of pre-mRNPs
5.0e-06, 6/34


[image: image62.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image63.png]




 INCLUDEPICTURE "http://www.reactome.org/icons/dtree/empty.gif" \* MERGEFORMATINET [image: image64.png]




 HYPERLINK "javascript:%20d_72766.o(469);" 
cmRNA Splicing
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Muscle contraction
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cSmooth Muscle Contraction
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cCalcium Binds Caldesmon

2.3e-03, 3/20
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cRelease Of ADP From Myosin
2.3e-03, 3/20
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cMyosin Binds ATP
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cATP Hydrolysis By Myosin
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Signalling by NGF
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cp75 NTR receptor-mediated signalling
1.1e-01, 3/87
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cp75NTR regulates axonogenesis
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cAxonal growth inhibition (RHOA activation)
6.2e-03, 2/9
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cThe p75NTR:NgR:MDGI complex reduces RHOA-GDI activity, displacing RHOA
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Apoptosis
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Hemostasis

6.4e-01, 4/317
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cFormation of Platelet plug
6.3e-01, 3/236
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cPlatelet Activation
5.8e-01, 3/218
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cResponse to elevated platelet cytosolic Ca2+
1.1e-01, 3/87
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cPlatelet degranulation 
1.0e-01, 3/82
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cRelease of platelet cytosolic components
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Respiratory electron transport, ATP synthesis by chemiosmotic coupling, and heat production by uncoupling proteins.
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cRespiratory electron transport
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cElectron transfer from reduced cytochrome c to molecular oxygen
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Metabolism of carbohydrates

6.9e-02, 4/114

Total number of events assessed: 4721
Number of matching events (i.e. individual hypergeometric tests performed): 190
Number of genes matching submitted identifiers: 59

Dataset 1 (ref #2404) – Pathway Tree - Greater-than-2-Hits
(Ref:  EMBL-EBI Reactome ‘Skypainter’ http://www.reactome.org/cgi-bin/skypainter2)

Statistically over-represented events in hierarchy

Each Event is coloured according to the un-adjusted, i.e. not corrected for multiple testing, probability (from hypergeometric test) of seeing given number or more genes in this Event by chance. Please note that only those "child" events are shown which have a p-value lower than the "parent" event. The top-level (root) Events are ordered according to the lowest p-value of their components.
Colour key for probabilities:
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Metabolism of proteins
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Metabolism of carbohydrates
2.5e-03, 6/114
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cGlucose metabolism
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cGlycolysis
5.1e-06, 5/22
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cGluconeogenesis
3.0e-05, 5/31


Gene Expression
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cTranslation
6.9e-04, 8/124
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cEukaryotic Translation Elongation
1.1e-04, 8/92


Pyruvate metabolism and Citric Acid (TCA) cycle
9.3e-03, 3/36


Axon guidance
1.8e-01, 5/244
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cSemaphorin interactions
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cSema3A PAK dependent Axon repulsion
1.4e-02, 2/15
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cDimerization of LIMK1 by Hsp90
4.4e-04, 2/3
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cTransphosphorylation of pLIMK1
4.4e-04, 2/3


mRNA Processing
8.4e-02, 4/136
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cProcessing of Capped Transcripts
5.8e-02, 4/120
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cProcessing of Capped Intron-Containing Pre-mRNA
5.4e-02, 4/117
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cFormation of pre-mRNPs
7.1e-04, 4/34
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cmRNA Splicing
4.7e-02, 4/112


Influenza Infection
1.5e-02, 5/121
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Influenza Life Cycle
1.3e-02, 5/116


Respiratory electron transport, ATP synthesis by chemiosmotic coupling, and heat production by uncoupling proteins.
3.2e-01, 2/94
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cFormation of ATP by chemiosmotic coupling
1.4e-02, 2/15


Hemostasis
3.5e-01, 5/317
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cFormation of Platelet plug
1.6e-01, 5/236
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cPlatelet Activation
1.3e-01, 5/218
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cResponse to elevated platelet cytosolic Ca2+
2.1e-02, 4/87
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cPlatelet degranulation 
1.7e-02, 4/82


Apoptosis
8.0e-02, 4/134
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cApoptotic execution phase
1.9e-02, 3/47


Regulation of beta-cell development
4.2e-02, 4/108
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cRegulation of gene expression in beta cells
3.2e-02, 4/99
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cMAFA-, NKX2-2-, PAX6-, and PDX1-dependent synthesis of insulin precursor protein
2.2e-02, 4/88


Diabetes pathways
4.2e-02, 7/266


Chromosome Maintenance
1.4e-01, 2/54
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cNucleosome assembly
2.9e-02, 2/22


Signal Recognition (Preprolactin)
2.9e-02, 4/96


3' -UTR-mediated translational regulation
4.3e-02, 4/109
Total number of events assessed: 4721
Number of matching events (i.e. individual hypergeometric tests performed): 163
Number of genes matching submitted identifiers: 53
