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CRYSTAL PROTEINS: 7 peptides or more
26141725 Pesticidal crystal protein cry8Ca (Insecticidal delta-endotoxin CryVIIIC(a)) (Crystaline entomocidal protoxin) (130 kDa crystal protein)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1866|]57.88 1 31 32 271 1074.80 28.55 14 25 502.75 1663.00 2673.97 1784.29 1451.35 976.96 846.22 545.58 422.69 11.76 32.56 49.35 32.30 28.42 20.93 20.03 14.21 8.91 7 15 25 17 15 10 9 7 6 12 35 69 40 32 18 17 12 11 774 87.8 5.97

26141719 Phosphatidylinositol-specific phospholipase C   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1863|] 30.39 1 28 28 179 956.80 20.13 15 24 196.92 1068.31 1356.53 1367.84 1311.39 537.61 278.73 278.19 281.34 3.74 18.30 21.00 20.21 19.73 11.77 6.52 5.89 5.57 4 14 15 16 16 9 5 6 5 5 25 29 29 29 14 7 9 8 1257 142.9 5.85

26141099 cancer cell-killing Cry protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1189|] 42.67 1 24 25 172 686.20 19.79 10 18 73.63 1535.19 2205.20 908.78 639.05 442.41 317.64 351.53 54.68 1.43 33.25 41.36 21.57 15.61 12.99 10.73 11.68 1.67 1 16 23 11 9 7 6 7 1 2 34 52 20 17 11 8 9 1 839 95.5 5.54

26137067 SleL - Spore cortex-lytic enzyme, N-acetylglucosaminidase SleL   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4892|] 37.21 1 15 15 78 52.16 3.26 1 1 43.26 133.52 704.98 837.18 488.59 87.71 94.53 3.26 13.26 30.70 32.33 20.23 2.56 2.56 1 4 11 12 7 1 1 1 5 23 29 15 2 2 430 48.1 9.20

26141097 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1188|] 28.05 1 12 12 100 474.80 22.11 6 11 55.71 806.59 1449.75 446.33 543.02 152.73 272.75 247.77 81.88 6.11 23.43 21.45 15.51 20.13 8.42 17.00 16.01 6.11 2 7 8 5 6 3 5 5 2 2 14 30 8 12 5 7 8 3 606 68.5 5.20

26138644 Chaperone protein DnaK   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5681|] 28.97 1 11 11 24 77.94 2.62 1 1 277.70 960.11 7.86 27.66 3 10 5 18 611 65.7 4.74

26137169 Aldehyde dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4943|] 35.63 1 11 11 74 256.58 17.00 4 6 88.85 335.57 228.80 787.61 560.33 251.45 218.66 225.50 118.73 3.44 20.04 7.69 33.60 26.11 17.21 14.78 15.79 8.10 1 5 2 10 7 4 4 4 3 2 7 3 20 13 5 7 6 5 494 53.7 5.45

COAT-, EXOSPORIUM-, & SPORE-associated proteins
26137067 SleL - Spore cortex-lytic enzyme, N-acetylglucosaminidase SleL   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4892|] 37.21 1 15 15 78 52.16 3.26 1 1 43.26 133.52 704.98 837.18 488.59 87.71 94.53 3.26 13.26 30.70 32.33 20.23 2.56 2.56 1 4 11 12 7 1 1 1 5 23 29 15 2 2 430 48.1 9.20

26130562 Alr1 - Alanine racemase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0456|]; Ref 1. 36.76 1 15 15 33 42.22 2.57 1 1 52.33 174.48 381.94 132.43 44.97 0.00 0.00 5.66 12.08 24.68 9.00 0.00 3.34 0.00 2 5 10 3 1 2 9 15 5 1 389 43.6 5.73

26138664 forespore-specific protein, putative   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5691|] 34.11 1 6 6 47 0.00 216.09 67.60 258.92 262.37 456.01 545.66 18.22 7.01 24.77 24.77 34.11 34.11 3 1 4 4 6 6 5 2 7 6 12 15 214 24.5 9.67

26132353 OppF - Oligopeptide transport ATP-binding protein OppF (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2327|]28.94 1 6 6 12 32.80 122.00 426.96 0.00 4.82 9.65 20.58 1 2 4 1 3 8 311 35.3 8.53

26137107 OppA - Oligopeptide ABC transporter, periplasmic oligopeptide-binding protein OppA (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4912|]17.08 1 6 7 16 65.52 56.01 189.26 102.13 1.94 3.17 10.92 8.63 0.00 0.00 0.00 1 1 5 4 2 1 8 5 568 63.8 8.73

26131657 CotJC - Polypeptide composition of the spore coat protein CotJC   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1979|] 33.86 1 4 4 19 122.09 99.53 672.61 259.84 15.87 15.87 33.86 19.05 2 2 4 2 2 2 12 3 189 21.6 5.31

26140713 CwlJ - Spore cortex-lytic enzyme CwlJ   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0964|] 32.86 1 3 3 18 486.87 49.77 45.77 45.41 52.71 119.56 32.86 7.14 7.14 10.71 10.71 25.71 3 1 1 1 1 2 10 2 1 1 1 3 140 16.2 9.41

26135040 CwlJ - Spore cortex-lytic enzyme CwlJ   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3809|] 25.35 1 2 2 4 181.19 25.35 0.00 2 4 142 16.6 6.99

26130774 ScpB - Spore coat protein B   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1245|] 18.12 1 2 2 6 87.36 6.04 1 2 63.80 66.08 106.58 12.08 0.00 6.04 6.04 0.00 1 1 1 1 1 2 149 16.8 6.65

26135521 ScpF - Spore coat protein F   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4115|] 17.50 1 2 2 12 85.36 115.22 64.16 86.87 93.16 9.38 17.50 9.38 17.50 9.38 1 2 1 2 1 2 3 2 3 2 160 18.4 8.81

26132355 OppD - Oligopeptide transport ATP-binding protein OppD (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2328|]7.49 1 2 2 5 38.30 129.45 0.00 4.32 7.49 1 2 1 4 347 38.1 5.86

26137105 OppA - Oligopeptide ABC transporter, periplasmic oligopeptide-binding protein OppA (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4911|]7.19 1 2 3 4 0.00 115.62 0.00 0.00 0.00 7.19 0.00 0.00 0.00 0.00 3 4 570 63.9 8.31

26135465 OppA - Oligopeptide ABC transporter, periplasmic oligopeptide-binding protein OppA (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4087|]5.19 1 2 2 4 43.11 148.52 2.59 5.19 1 2 1 3 540 62.0 8.10

26131299 OppA - Oligopeptide ABC transporter, periplasmic oligopeptide-binding protein OppA (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1608|]2.03 1 1 1 2 89.74 2.03 1 2 591 66.7 7.56

26137351 Outer spore coat protein E   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5034|] 13.89 1 2 2 5 47.05 69.64 95.22 0.00 6.11 13.89 7.78 1 2 1 1 2 2 180 20.4 4.45

26135959 Inosine-uridine preferring nucleoside hydrolase in exosporium   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4334|] 11.92 1 2 2 2 0.00 31.01 49.78 3.64 8.28 0.00 1 1 1 1 302 34.2 5.12

26130132 Sporulation-specific protease YabG   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2872|] 8.36 1 2 2 6 86.51 61.64 116.64 79.79 39.91 5.57 5.57 8.36 5.57 2.79 1 1 2 1 1 1 1 2 1 1 287 33.0 7.99

26132873 SpoIVA - Stage IV sporulation protein A   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2603|] 7.85 1 2 2 4 67.67 65.90 4.10 3.75 0.00 1 1 2 2 293 33.3 4.81

26137339 SpoVS - Stage V sporulation protein required for dehydratation of the spore core and assembly of the coat (SpoVS)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5028|]19.77 1 1 1 2 55.57 19.77 1 2 86 8.9 6.62

26138318 outer membrane protein CC2294   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5519|] 7.62 1 1 1 2 160.10 7.62 1 2 223 24.6 6.95

26135122 SleB - Spore cortex-lytic enzyme, lytic transglycosylase SleB   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3916|] 7.11 1 1 1 2 112.67 0.00 7.11 1 2 253 27.6 9.61

26133885 OppA - Oligopeptide ABC transporter, periplasmic oligopeptide-binding protein OppA (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3160|]6.69 1 3 3 9 142.75 212.16 155.23 2.89 6.69 2.89 1 3 1 2 5 2 553 62.9 8.10

26132359 OppB - Oligopeptide transport system permease protein OppB (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2330|]4.21 1 1 1 3 58.18 54.47 0.00 4.21 4.21 1 1 2 1 309 33.8 9.52

26132357 OppC - Oligopeptide transport system permease protein OppC (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2329|]3.55 1 1 1 2 58.80 3.55 0.00 0.00 1 2 338 37.9 9.13

26130776 Spore coat protein B   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1246|] 6.94 1 1 1 11 0.00 52.91 54.60 78.47 60.83 98.10 84.62 93.50 0.00 6.94 6.94 6.94 6.94 6.94 6.94 6.94 1 1 1 1 1 1 1 1 1 2 1 2 2 2 173 19.4 5.27

26134868 Exosporium protein F   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3723|] 5.99 1 1 1 3 102.02 68.93 0.00 5.99 5.99 1 1 2 1 167 17.5 8.21

26138007 Extracellular protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5364|] 3.82 1 1 1 1 36.60 3.82 1 1 288 31.5 5.45

26141029 GerKC - Spore germination protein GerKC   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1154|] 2.81 1 1 1 1 0.00 32.88 0.00 0.00 0.00 0.00 2.81 0.00 0.00 0.00 0.00 1 1 392 44.3 9.29

26138508 Stage IV sporulation protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5613|] 1.75 1 1 1 1 38.76 1.75 1 1 399 46.5 9.20

26139190 Small acid-soluble spore protein, alpha/beta family, SASP_5   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0202|] 21.54 1 1 1 4 52.38 52.14 89.96 21.54 0.00 21.54 21.54 1 1 1 1 1 2 65 6.8 6.62

26132957 SOD - Superoxide dismutase [Fe] @ Exosporium SOD   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2645|] 4.61 1 1 1 3 75.54 49.21 0.00 0.00 4.61 4.61 1 1 2 1 304 36.1 5.76

CHAPERONES
26130616 Heat shock protein 60 family chaperone GroEL   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0980|] 44.67 1 18 18 85 223.30 14.71 5 6 661.62 1147.16 1006.16 418.64 152.42 23.16 35.48 32.54 13.79 7.17 0.00 8 13 13 5 3 15 25 23 10 6 544 57.4 4.84

26138644 Chaperone protein DnaK   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5681|] 28.97 1 11 11 24 77.94 2.62 1 1 277.70 960.11 7.86 27.66 3 10 5 18 611 65.7 4.74

26138646 Chaperone protein DnaJ   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5682|] 10.51 1 3 3 13 54.56 3.23 1 1 52.17 114.93 119.21 69.52 46.27 47.55 3.23 6.47 7.28 3.23 3.23 0.00 3.23 1 2 2 1 1 1 1 4 3 2 1 1 371 40.3 8.32

CATALYTIC ACTIVITY
26135399 Phage lysin, glycosyl hydrolase, family 25   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4054|] 20.54 1 14 14 92 122.11 7.44 2 5 960.35 97.50 134.49 205.83 146.66 234.31 375.47 17.86 0.00 0.00 9.52 11.31 6.85 13.10 13.99 13.99 11 3 4 3 5 6 7 39 5 5 6 7 9 16 336 38.2 8.37

26137609 ATP-dependent hsl protease ATP-binding subunit HslU   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5163|] 27.65 1 12 12 50 0.00 168.94 100.89 75.45 477.39 385.60 172.27 163.60 209.80 38.29 9.50 6.91 9.94 13.61 20.52 6.91 5.62 6.91 3.02 4 3 4 6 8 2 2 2 1 7 3 4 11 13 3 4 4 1 463 52.2 5.31

26137169 Aldehyde dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4943|] 35.63 1 11 11 74 256.58 17.00 4 6 88.85 335.57 228.80 787.61 560.33 251.45 218.66 225.50 118.73 3.44 20.04 7.69 33.60 26.11 17.21 14.78 15.79 8.10 1 5 2 10 7 4 4 4 3 2 7 3 20 13 5 7 6 5 494 53.7 5.45

26130540 4-hydroxyphenylpyruvate dioxygenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0445|] 29.30 1 10 10 30 119.25 45.00 52.01 104.37 255.43 280.09 44.74 106.41 83.08 3.23 3.23 3.23 5.65 15.05 11.02 3.49 8.87 5.65 1 1 1 2 5 3 1 3 2 2 1 1 3 8 6 1 4 4 372 42.1 5.16

26139154 Acetyl-coenzyme A synthetase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0184|] 20.24 1 9 9 38 81.68 4.66 2 3 81.29 54.73 101.63 400.17 274.52 59.90 75.65 50.68 5.47 3.04 5.47 18.42 12.75 4.86 4.86 2.63 2 1 2 8 5 2 2 1 3 1 2 14 10 2 2 1 494 55.0 5.36

26135459 Acetoin dehydrogenase E1 component beta-subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4084|] 31.40 1 8 8 39 94.62 8.72 2 3 97.87 171.56 486.60 485.69 169.31 101.12 3.78 17.15 29.07 23.55 13.37 4.65 1 4 7 6 3 1 2 5 12 11 4 2 344 37.0 5.06

26137175 Inosine-uridine preferring nucleoside hydrolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4946|] 32.91 1 7 7 27 38.84 90.09 224.52 277.11 283.70 4.47 12.46 17.57 24.28 29.71 0.00 1 3 4 5 6 1 3 7 7 9 313 34.8 8.37

26141141 N-acetylmuramoyl-L-alanine amidase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1322|] 25.90 1 7 7 38 43.36 3.31 1 1 74.55 59.69 177.59 284.94 341.71 224.63 147.91 132.35 84.22 4.82 4.82 12.95 16.27 19.28 12.95 9.64 11.45 4.82 1 1 3 4 5 3 2 3 1 2 1 4 7 9 5 3 4 2 332 37.6 6.55

26140541 ATP synthase alpha chain   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0878|] 20.12 1 7 7 13 436.03 41.33 0.00 0.00 17.53 0.00 2.59 0.00 6 1 12 1 502 54.6 5.44

26137723 Pyruvate dehydrogenase E1 component alpha subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5220|] 23.99 1 6 6 19 462.66 350.49 185.71 23.99 12.40 8.89 6 3 2 10 6 3 371 41.4 5.67

26135461 Dihydrolipoamide acetyltransferase component (E2) of acetoin dehydrogenase complex   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4085|]17.00 1 6 6 15 42.87 3.00 1 1 38.98 147.73 72.42 112.47 155.21 43.53 2.50 5.75 5.50 6.25 5.75 2.75 1 2 2 2 2 1 1 4 2 3 3 1 400 43.5 6.02

26140537 ATP synthase beta chain   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0876|] 21.96 1 5 5 10 398.13 50.38 21.96 2.77 0.00 5 1 9 1 469 51.2 5.05

26140559 Serine hydroxymethyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0887|] 16.71 1 5 5 22 38.39 188.71 458.71 58.76 111.40 113.28 165.08 3.15 9.44 16.71 2.91 2.91 2.91 3.15 1 3 5 1 1 1 1 1 5 9 1 2 2 2 413 45.1 6.00

26141005 Dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1120|] 15.37 1 5 5 9 159.37 141.72 0.00 12.39 2.98 0.00 0.00 4 1 7 2 436 48.1 8.15

26134329 Methylmalonate-semialdehyde dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3454|] 13.79 1 5 5 16 0.00 274.14 122.52 85.75 65.64 42.68 0.00 0.00 8.85 6.58 5.14 2.26 2.06 3 2 2 1 1 7 3 3 2 1 486 53.0 5.58

26132905 N-acetylmuramoyl-L-alanine amidase, family 2   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2619|] 34.09 1 4 4 10 116.22 271.03 0.00 14.77 28.41 2 3 4 6 176 20.1 7.49

26137565 3-oxoacyl-[acyl-carrier protein] reductase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5141|] 28.86 1 4 4 7 214.09 105.25 23.17 5.69 3 1 5 2 246 26.1 7.18

26140201 NAD-dependent glyceraldehyde-3-phosphate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0709|] 17.96 1 4 4 15 266.73 276.26 175.54 14.67 13.47 8.68 0.00 3 3 2 5 5 5 334 35.8 5.55

26137725 Pyruvate dehydrogenase E1 component beta subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5221|] 16.62 1 4 4 7 124.75 211.00 4.92 16.62 1 4 2 5 325 35.2 4.86

26132289 response regulator aspartate phosphatase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2295|] 13.81 1 4 4 6 0.00 109.44 59.54 0.00 10.77 3.04 0.00 0.00 0.00 3 1 4 2 362 42.9 5.97

26136306 Possible response regulator aspartate phosphatase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4507|] 13.48 1 4 4 17 0.00 118.05 145.51 95.21 64.63 0.00 0.00 8.63 13.48 5.66 6.20 0.00 3 4 2 2 5 6 4 2 371 43.8 6.43

26131779 Long-chain-fatty-acid--CoA ligase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2040|] 12.55 1 4 4 19 39.20 325.49 317.32 42.68 0.00 5.21 12.55 12.55 2.32 0.00 1 4 4 1 1 9 8 1 518 58.6 5.58

26134974 Cysteine dioxygenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3776|] 29.69 1 3 3 10 48.61 63.47 172.30 62.03 0.00 5.21 0.00 5.21 24.48 17.71 1 1 2 2 1 2 4 3 192 22.1 6.05

26133615 Peptidoglycan N-acetylglucosamine deacetylase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3025|] 26.55 1 3 3 6 247.00 26.55 3 6 275 31.5 6.55

26138258 6,7-dimethyl-8-ribityllumazine synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5489|] 26.14 1 3 3 8 277.37 26.14 0.00 3 8 153 16.2 6.16

26132379 Enoyl-[acyl-carrier-protein] reductase [NADH]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2340|] 19.53 1 3 3 8 38.63 298.38 66.02 4.69 19.53 4.69 1 3 1 1 5 2 256 27.7 5.66

26140539 ATP synthase gamma chain   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0877|] 17.13 1 3 3 8 78.77 214.65 9.44 17.13 1 3 2 6 286 31.6 7.06

26138854 Enoyl-CoA hydratase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0036|] 16.67 1 3 3 17 186.42 95.04 35.72 96.31 165.82 134.36 182.33 152.98 5.81 9.30 7.36 5.81 9.30 5.81 9.30 5.81 1 2 1 1 2 1 2 1 2 2 1 2 3 2 3 2 258 27.9 6.43

26139551 hydrolase, alpha/beta fold family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0382|] 14.87 1 3 3 12 68.71 84.46 83.90 215.48 70.02 4.46 4.46 4.46 14.87 4.46 1 1 1 3 1 1 2 2 5 2 269 30.3 6.86

26134341 2-methylcitrate synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3460|] 12.87 1 3 3 5 97.80 110.16 4.29 8.58 0.00 1 2 2 3 373 42.4 6.13

26131175 Alanine dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1546|] 12.20 2 3 3 6 319.93 12.20 0.00 3 6 377 40.2 5.71

26130796 Alkyl hydroperoxide reductase protein C   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1256|] 15.51 1 2 2 4 59.18 98.99 5.88 15.51 1 2 1 3 187 20.7 4.92

26132847 Acetolactate synthase small subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2590|] 13.61 1 2 2 9 56.60 47.88 48.10 92.00 105.64 119.67 6.51 0.00 6.51 0.00 6.51 13.61 7.10 7.10 1 1 1 2 1 1 1 1 1 2 2 2 169 19.0 9.28

26134331 3-hydroxyisobutyrate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3455|] 12.16 1 2 2 4 0.00 146.77 12.16 2 4 296 32.3 4.98

26137317 peptidase, M16 family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5017|] 17.14 1 1 1 2 173.60 17.14 1 2 105 11.9 5.22

26137925 5-methyltetrahydropteroyltriglutamate--homocysteine methyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5321|] 9.95 1 5 5 18 0.00 97.03 83.49 152.69 189.84 178.00 53.84 1.48 2.55 2.55 0.00 5.65 3.23 0.00 1.48 1 1 1 3 2 1 2 1 2 7 5 1 744 85.2 5.30

26136897 Transketolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4807|] 8.68 1 4 4 9 86.22 93.13 240.96 61.83 3.24 4.56 5.59 1.76 1 2 2 1 1 2 4 2 680 74.0 5.11

26134341 2-methylcitrate synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3460|] 12.87 1 3 3 5 97.80 110.16 4.29 8.58 0.00 1 2 2 3 373 42.4 6.13

26140199 Phosphoglycerate kinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0708|] 12.18 1 3 3 7 151.60 49.47 0.00 12.18 4.82 3 1 6 1 394 42.3 5.31

26130214 Putative ATP:guanido phosphotransferase YacI   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3243|] 10.45 1 3 3 8 152.61 118.24 40.69 0.00 6.78 7.34 0.00 3.11 2 2 1 4 3 1 354 40.0 5.31

26137481 Zinc protease   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5099|] 9.43 1 3 3 9 166.18 190.29 6.60 9.43 0.00 2 3 4 5 424 48.9 5.36

26139305 Citrate synthase (si)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0259|] 9.42 1 3 3 10 79.45 3.40 1 2 165.34 107.33 0.00 0.00 0.00 9.42 3.40 0.00 0.00 3 1 6 2 382 42.9 5.48

26139104 UDP-N-acetylmuramate--alanine ligase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0159|] 9.40 1 3 3 4 0.00 88.53 40.75 0.00 9.40 3.90 3 1 3 1 436 49.2 5.96

26137163 Squalene--hopene cyclase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4940|] 8.27 1 3 3 8 56.28 217.72 2.59 8.27 0.00 0.00 1 3 2 6 617 69.9 8.21

26138156 Dihydrolipoamide dehydrogenase of branched-chain alpha-keto acid dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5438|]8.25 1 3 3 5 0.00 148.54 0.00 0.00 8.25 0.00 3 5 473 50.7 5.78

26132911 NAD-specific glutamate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2622|] 7.71 1 3 3 8 51.16 90.88 114.16 2.80 2.80 7.71 0.00 0.00 1 1 3 1 2 5 428 47.5 6.16

26133927 Tryptophan 2-monooxygenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3181|] 7.35 1 3 3 5 138.87 7.35 3 5 490 55.8 5.66

26135839 Chorismate mutase I / 2-keto-3-deoxy-D-arabino-heptulosonate-7-phosphate synthase I beta   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4274|]11.73 1 2 2 2 92.31 45.01 5.03 6.70 0.00 1 1 1 1 358 40.0 5.94

26137743 Protein-glutamine gamma-glutamyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5230|] 10.87 1 2 2 4 183.92 0.00 0.00 10.87 2 4 276 31.4 5.44

26138658 Quinolinate phosphoribosyltransferase [decarboxylating]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5688|] 10.11 1 2 2 3 75.65 66.12 0.00 4.33 5.78 1 1 2 1 277 30.3 6.33

26137991 3-ketoacyl-CoA thiolase @ Acetyl-CoA acetyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5356|] 9.21 1 2 2 4 162.46 9.21 2 4 391 41.9 5.59

26139295 6-phosphofructokinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0254|] 9.09 1 2 2 4 47.90 128.20 40.06 5.64 9.09 5.64 1 2 1 1 2 1 319 34.3 6.29

26140193 Enolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0705|] 8.82 1 2 2 5 170.50 126.73 0.00 8.82 4.64 0.00 2 1 3 2 431 46.4 4.77

26139965 3-ketoacyl-CoA thiolase @ Acetyl-CoA acetyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0591|] 8.72 1 2 2 4 270.74 8.72 0.00 0.00 2 4 390 41.1 6.13

26137345 2-oxoglutarate oxidoreductase, beta subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5031|] 8.68 1 2 2 3 85.90 46.84 4.17 4.51 1 1 2 1 288 31.3 6.13

26139651 Naphthoate synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0418|] 8.46 1 2 2 4 34.20 142.95 2.94 0.00 8.46 1 2 1 3 272 29.7 5.67

26130074 Pyridoxine biosynthesis glutamine amidotransferase, synthase subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2470|] 8.14 1 2 2 3 78.86 0.00 8.14 2 3 295 31.8 5.34

26130462 oxidoreductase of aldo/keto reductase family, subgroup 1   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3876|] 7.94 1 2 2 3 89.44 7.94 2 3 277 31.8 5.52

26140225 ATP-dependent Clp protease proteolytic subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0720|] 7.77 1 2 2 2 39.08 38.03 0.00 4.15 0.00 3.63 1 1 1 1 193 21.4 5.41

26137595 Succinyl-CoA ligase [ADP-forming] beta chain   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5156|] 7.51 1 2 2 3 71.21 110.73 3.89 3.63 0.00 1 1 1 2 386 41.6 5.12

26135195 Glucose dehydrogenase [pyrroloquinoline-quinone]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3952|] 7.35 1 2 2 3 77.43 38.33 2.52 4.83 1 1 2 1 476 53.7 7.11

26130070 Inosine-5'-monophosphate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2468|] 7.19 1 2 2 5 40.62 54.12 73.20 2.87 2.87 4.31 0.00 1 1 1 1 2 2 487 52.3 6.76

26131875 response regulator aspartate phosphatase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2088|] 7.14 1 2 2 4 97.56 124.57 3.30 7.14 1 2 2 2 364 42.6 5.41

26132843 2-isopropylmalate synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2588|] 7.11 1 2 2 3 83.73 71.94 7.11 0.00 2.96 2 1 2 1 506 55.4 5.55

26134986 putative cytochrome P450 hydroxylase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3782|] 7.06 1 2 2 6 228.76 144.62 7.06 3.41 2 1 4 2 411 47.0 5.17

26133091 Biosynthetic Aromatic amino acid aminotransferase beta @ Histidinol-phosphate aminotransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2712|]7.03 1 2 2 3 72.50 7.03 0.00 2 3 370 41.5 5.30

26140743 O-acetylhomoserine sulfhydrylase / O-succinylhomoserine sulfhydrylase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0993|] 6.94 1 2 2 4 0.00 32.30 67.71 145.31 2.78 4.17 4.17 0.00 1 1 1 1 1 2 432 46.6 5.36

26134325 3-hydroxyisobutyryl-CoA hydrolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3452|] 6.84 1 2 2 4 30.75 78.13 46.06 3.13 3.70 3.13 0.00 1 1 1 1 2 1 351 39.6 5.25

26133679 L-lactate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3057|] 6.69 2 2 2 3 85.88 6.69 2 3 314 34.8 5.17

26136256 Phosphoserine aminotransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4482|] 6.39 1 2 2 2 32.19 46.63 3.33 3.06 1 1 1 1 360 40.4 5.78

26137729 Dihydrolipoamide dehydrogenase of pyruvate dehydrogenase complex   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5223|] 6.38 1 2 2 3 169.11 6.38 2 3 470 49.4 5.36

26135847 5-Enolpyruvylshikimate-3-phosphate synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4278|] 6.06 1 2 2 3 101.98 6.06 2 3 429 45.1 5.44

26138061 2,3-diketo-5-methylthiopentyl-1-phosphate enolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5391|] 6.04 1 2 2 5 30.13 96.06 2.90 6.04 1 2 1 4 414 45.5 6.92

26136258 D-3-phosphoglycerate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4483|] 5.90 1 2 2 3 56.21 51.44 2.82 3.08 0.00 0.00 1 1 2 1 390 43.1 6.34

26139961 acyl-CoA dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0589|] 5.89 1 2 2 4 124.26 54.34 3.87 0.00 2.02 0.00 0.00 0.00 1 1 2 2 594 65.6 5.59

26139307 Isocitrate dehydrogenase [NADP]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0260|] 5.81 1 2 2 4 159.83 5.81 2 4 430 46.9 5.15

26137767 Predicted ATPase related to phosphate starvation-inducible protein PhoH   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5242|]5.66 1 2 2 4 162.83 5.66 2 4 442 49.9 5.60

26130868 Delta-1-pyrroline-5-carboxylate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1292|] 5.44 1 2 2 3 126.67 5.44 2 3 515 56.2 5.62

26137713 Zn-dependent hydrolase, RNA-metabolising, CPSF 73 kDa analog   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5215|] 5.41 1 2 2 2 77.62 5.41 2 2 555 61.8 6.65

26139351 Peptidase, M42 family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0282|] 5.26 1 2 2 4 53.64 39.86 5.26 3.05 2 1 3 1 361 39.5 5.60

26132333 Oligoendopeptidase F   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2317|] 4.61 1 2 2 3 73.30 4.61 0.00 2 3 608 70.3 5.00

26137655 Polyribonucleotide nucleotidyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5186|] 3.93 1 2 2 2 66.47 3.93 0.00 2 2 712 78.1 5.26

26137775 Pyruvate carboxyl transferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5246|] 2.09 1 2 2 3 46.22 65.37 0.00 2.09 1.13 2 1 2 1 1148 128.4 5.95

26136545 acetyltransferase, GNAT family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4626|] 11.84 1 1 1 2 74.36 11.84 1 2 152 17.4 7.03

26137665 Dipicolinate synthase subunit B   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5191|] 9.59 1 1 1 2 0.00 37.98 44.24 9.59 0.00 9.59 1 1 1 1 146 15.6 8.46

26141217 Mannose-6-phosphate isomerase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1374|] 9.52 1 1 1 3 47.92 43.51 9.52 0.00 9.52 0.00 1 1 2 1 189 22.2 6.37

26137083 Succinyl-CoA synthetase, alpha subunit-related enzymes   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4900|] 9.49 1 1 1 2 72.58 9.49 1 2 137 15.6 5.25

26132833 ATP phosphoribosyltransferase catalytic subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2583|] 9.48 1 1 1 1 41.29 9.48 1 1 211 23.6 6.55

26134918 Possible caffeoyl-CoA O-methyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3748|] 8.25 1 1 1 1 51.54 8.25 1 1 194 22.2 5.01

26134281 acetyltransferase, GNAT family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3430|] 8.22 1 1 1 1 41.71 8.22 1 1 146 16.9 5.66

26132617 3-hydroxybutyryl-CoA dehydratase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2458|] 8.16 1 1 1 2 91.09 8.16 1 2 147 16.4 6.58

26139204 Thiol peroxidase, Tpx-type   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0209|] 7.83 1 1 1 1 41.36 0.00 7.83 1 1 166 17.9 5.17

26133083 Menaquinone-cytochrome C reductase iron-sulfur subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2708|] 7.65 1 1 1 1 43.02 0.00 7.65 1 1 170 18.9 9.14

26133081 Menaquinone-cytochrome c reductase, cytochrome B subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2707|] 7.59 1 1 1 3 43.48 105.22 0.00 7.59 7.59 1 1 1 2 224 25.6 7.72

26132825 Phosphoribosylformimino-5-aminoimidazole carboxamide ribotide isomerase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2579|]7.11 1 1 1 2 67.97 7.11 1 2 239 26.1 5.07

26130946 Cysteinyl-tRNA synthetase related protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1443|] 6.82 1 1 1 1 42.16 6.82 1 1 176 21.0 5.57

26133925 acetyltransferase, GNAT family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3180|] 6.70 1 1 1 2 63.10 6.70 1 2 194 22.3 5.52

26133603 Homoserine kinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3019|] 6.40 1 1 1 1 41.58 6.40 1 1 297 32.1 6.11

26139198 NAD kinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0206|] 6.37 1 1 1 2 58.15 6.37 1 2 267 30.3 6.10

26140615 3-hydroxybutyryl-CoA dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0915|] 6.36 1 1 1 1 69.59 6.36 1 1 283 31.3 5.77

26138870 Succinate dehydrogenase iron-sulfur protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0044|] 6.32 1 1 1 2 39.82 46.57 6.32 6.32 0.00 1 1 1 1 253 28.2 8.12

26130180 Hypoxanthine-guanine phosphoribosyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2894|] 6.11 1 1 1 3 67.35 46.53 0.00 6.11 6.11 1 1 2 1 180 20.2 5.15

26139236 3-oxoacyl-[acyl-carrier protein] reductase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0225|] 5.95 1 1 1 2 61.79 5.95 0.00 1 2 252 28.3 7.12

26138234 Lipase/Acylhydrolase with GDSL-like motif   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5477|] 5.79 1 1 1 1 73.87 5.79 0.00 1 1 259 29.2 6.95

26139793 Thioredoxin reductase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0505|] 5.78 1 1 1 1 39.70 5.78 0.00 1 1 329 36.5 6.37

26138874 4-hydroxybenzoyl-CoA thioesterase family active site   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0046|] 5.41 1 1 1 1 33.58 5.41 1 1 148 17.2 5.58

26130972 Metallo-dependent hydrolases, subgroup C   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1456|] 5.32 1 1 1 2 83.34 0.00 5.32 1 2 376 42.0 7.20

26138770 Cystathionine gamma-lyase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5744|] 5.31 1 1 1 1 75.16 5.31 1 1 377 41.2 5.53

26140593 Fructose-1,6-bisphosphatase, GlpX type   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0904|] 5.30 1 1 1 5 135.89 84.06 219.73 5.30 0.00 5.30 5.30 1 1 1 2 1 2 321 33.9 5.78

26132979 GTP cyclohydrolase I type 1   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2656|] 5.29 1 1 1 1 38.01 0.00 0.00 5.29 1 1 189 21.0 6.86

26137167 3-oxoacyl-[acyl-carrier protein] reductase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4942|] 5.28 1 1 1 2 81.44 0.00 0.00 5.28 1 2 246 26.6 7.20

26137055 Thiol:disulfide oxidoreductase related to ResA   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4886|] 5.24 1 1 1 1 34.86 5.24 1 1 191 21.4 8.18

26140197 Triosephosphate isomerase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0707|] 5.18 1 1 1 2 78.07 5.18 1 2 251 26.5 4.98

26137491 Dihydrodipicolinate synthase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5104|] 5.14 1 1 1 2 115.64 5.14 1 2 292 31.2 5.22

26138966 Glutamate-1-semialdehyde aminotransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0090|] 5.13 1 1 1 1 57.15 5.13 1 1 429 46.0 5.40

26132303 Macrocin O-methyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2302|] 4.63 1 1 1 2 108.77 4.63 1 2 281 32.5 5.02

26140051 NADH dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0634|] 4.59 1 1 1 2 118.39 0.00 4.59 1 2 392 41.6 7.65

26139088 Glutamyl aminopeptidase; Deblocking aminopeptidase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0151|] 4.48 1 1 1 5 120.57 113.81 44.38 4.48 4.48 4.48 0.00 1 1 1 2 2 1 357 39.1 6.55

26139711 Glucose-6-phosphate isomerase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0464|] 4.44 1 1 1 2 176.10 4.44 1 2 450 50.3 5.14

26137453 NADH-dependent butanol dehydrogenase A   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5085|] 4.39 1 1 1 2 54.73 0.00 4.39 1 2 387 42.6 5.39

26137785 Cytochrome c oxidase polypeptide III   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5251|] 4.35 1 1 1 1 47.47 0.00 0.00 4.35 1 1 207 23.8 8.56

26139226 Argininosuccinate lyase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0220|] 4.33 1 1 1 2 131.39 4.33 1 2 462 52.1 5.63

26136135 3-Oxoadipate enol-lactonase, alpha/beta hydrolase fold family [EC:3.1.1.24]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4422|]4.33 1 1 1 1 39.57 4.33 0.00 1 1 300 34.1 5.31

26139467 Homoserine O-acetyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0340|] 4.28 1 1 1 3 52.73 96.50 4.28 4.28 1 1 1 2 374 42.6 5.92

26132381 dTDP-4-dehydrorhamnose reductase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2341|] 4.23 1 1 1 1 50.19 0.00 4.23 1 1 284 32.4 6.95

26130636 Beta-galactosidase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1133|] 4.17 1 1 1 4 61.36 65.33 0.00 0.00 0.00 4.17 0.00 4.17 1 1 2 2 264 31.4 8.41

26130148 Ribose-phosphate pyrophosphokinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2880|] 4.10 1 1 1 10 140.68 142.18 117.91 87.65 86.93 147.00 4.10 4.10 4.10 4.10 4.10 4.10 1 1 1 1 1 1 2 2 2 1 1 2 317 34.8 6.05

26140617 3-ketoacyl-CoA thiolase [isoleucine degradation]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0916|] 3.82 1 1 1 1 39.73 3.82 1 1 393 41.1 5.91

26139481 S-adenosylmethionine synthetase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0347|] 3.76 1 1 1 1 33.11 3.76 1 1 399 43.2 5.38

26132841 3-isopropylmalate dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2587|] 3.67 1 1 1 3 44.38 98.33 3.67 3.67 1 1 1 2 354 38.4 6.07

26134706 Inosine-uridine preferring nucleoside hydrolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3642|] 3.51 1 1 1 2 83.16 3.51 1 2 313 35.3 6.28

26137727 Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5222|]3.50 1 1 1 2 87.17 3.50 1 2 429 46.0 5.58

26134337 Methylisocitrate lyase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3458|] 3.31 1 1 1 1 37.71 3.31 1 1 302 33.0 4.92

26134834 Aminoacyl-histidine dipeptidase (Peptidase D)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3706|] 3.27 1 1 1 1 36.24 3.27 1 1 489 54.5 4.96

26132817 Histidinol-phosphatase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2575|] 3.25 1 1 1 2 86.80 0.00 0.00 3.25 1 2 338 39.7 5.80

26133385 Fumarate hydratase class II   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2910|] 3.25 1 1 1 2 67.07 3.25 1 2 462 50.3 5.95

26136436 N-acyl-L-amino acid amidohydrolase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4572|] 3.24 1 1 1 2 69.91 0.00 3.24 1 2 401 43.0 5.78

26138898 Cytosine deaminase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0058|] 3.22 1 1 1 1 65.50 3.22 1 1 404 44.1 5.71

26131761 Deblocking aminopeptidase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2031|] 3.15 1 1 1 1 45.61 3.15 1 1 349 38.8 5.39

26138109 Biotin carboxylase of acetyl-CoA carboxylase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5415|] 3.11 1 1 1 1 31.12 3.11 0.00 1 1 450 49.7 5.40

26132059 Catalase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2180|] 3.07 1 1 1 2 47.13 0.00 3.07 0.00 1 2 488 55.8 6.34

26139192 Acyl-coenzyme A synthetases/AMP-(fatty) acid ligases, YtcI homolog   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0203|] 3.03 1 1 1 1 37.07 3.03 1 1 528 59.8 5.49

26140739 Homoserine dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0991|] 3.02 1 1 1 2 79.64 3.02 1 2 431 46.7 5.10

26134786 response regulator aspartate phosphatase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3682|] 3.01 1 1 1 5 39.78 51.40 68.77 0.00 3.01 3.01 3.01 1 1 1 1 2 2 366 43.5 6.27

26134287 alcohol dehydrogenase, iron-containing   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3433|] 3.00 1 1 1 2 54.35 3.00 1 2 400 44.0 5.60

26134738 Isovaleryl-CoA dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3658|] 2.89 1 1 1 3 37.70 58.41 2.89 2.89 0.00 1 1 1 2 381 41.6 5.67

26132831 Histidinol dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2582|] 2.80 1 1 1 2 42.14 2.80 1 2 429 47.2 5.54

26139208 Acetate kinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0211|] 2.77 1 1 1 1 47.92 2.77 0.00 1 1 397 43.2 5.40

26138470 Glycine dehydrogenase [decarboxylating] (glycine cleavage system P1 protein)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5594|]2.68 1 1 1 2 59.64 2.68 1 2 447 49.4 6.06

26132567 oligoendopeptidase F, putative   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2433|] 2.66 1 1 1 1 40.96 0.00 2.66 1 1 564 66.2 4.94

26132119 peptidase, M48 family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2210|] 2.61 1 1 1 2 58.64 2.61 1 2 422 48.9 9.36

26138798 Phenylalanine-4-hydroxylase - Long   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5758|] 2.57 1 1 1 2 64.17 2.57 1 2 584 64.4 4.88

26134339 2-methylcitrate dehydratase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3459|] 2.51 1 1 1 2 49.01 43.41 2.51 2.51 1 1 1 1 478 53.4 5.63

26130832 Succinate-semialdehyde dehydrogenase [NADP+]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1274|] 2.48 1 1 1 3 61.27 39.17 2.48 0.00 2.48 0.00 1 1 2 1 483 52.2 5.41

26131183 Nicotinate phosphoribosyltransferase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1550|] 2.46 1 1 1 1 30.26 2.46 1 1 487 56.2 5.85

26139297 Pyruvate kinase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0255|] 2.39 1 1 1 4 126.86 127.30 2.39 2.39 1 1 2 2 585 62.2 5.33

26136541 Ubiquinone/menaquinone biosynthesis methyltransferase UBIE   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4624|] 2.39 1 1 1 2 40.27 2.39 1 2 251 28.8 4.97

26134728 Methylcrotonyl-CoA carboxylase carboxyl transferase subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3653|] 2.34 1 1 1 6 116.95 113.80 73.92 0.00 2.34 2.34 2.34 1 1 1 2 2 2 513 56.6 6.48

26138944 ATP-dependent Clp protease ATP-binding subunit ClpX   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0079|] 2.15 1 1 1 1 33.87 0.00 2.15 1 1 419 46.2 5.05

26139967 Enoyl-CoA hydratase [isoleucine degradation] / 3-hydroxyacyl-CoA dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0592|]2.14 1 1 1 3 69.25 41.01 59.69 0.00 2.14 2.14 2.14 1 1 1 1 1 1 793 87.4 7.42

26139763 Dolichol-phosphate mannosyltransferase MtrA   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0490|] 2.09 1 1 1 1 39.88 0.00 0.00 2.09 0.00 1 1 335 38.8 7.94

26138121 Geranyltranstransferase (farnesyldiphosphate synthase)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5421|] 2.03 1 1 1 1 45.93 2.03 0.00 0.00 1 1 296 32.7 4.83

26130338 LSU ribosomal protein L13p (L13Ae)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3305|] 15.86 1 2 2 8 72.85 37.19 99.33 81.04 15.86 8.97 6.90 15.86 2 1 1 2 2 1 2 3 145 16.4 9.86

26134726 Acetoacetyl-CoA synthetase [leucine]   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3652|] 1.86 1 1 1 1 41.79 0.00 1.86 0.00 1 1 646 72.3 5.30

26137519 cation-transporting ATPase, E1-E2 family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5118|] 1.77 1 1 1 1 40.67 1.77 0.00 0.00 0.00 0.00 1 1 906 98.8 9.03

26135759 Delta5 acyl-lipid desaturase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4234|] 1.75 1 1 1 1 39.73 1.75 1 1 343 39.7 9.76

26130216 ATP-dependent Clp protease, ATP-binding subunit ClpC / Negative regulator of genetic competence clcC/mecB   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3244|]1.60 2 1 1 1 36.05 0.00 1.60 1 1 811 90.5 6.46

26140863 Adenylosuccinate synthetase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1049|] 1.40 1 1 1 1 31.66 1.40 0.00 0.00 1 1 429 47.4 5.86

26134116 Nitrite reductase [NAD(P)H] large subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3348|] 1.37 1 1 1 1 31.01 1.37 0.00 0.00 1 1 801 88.6 5.36

26136410 bifunctional P-450:NADPH-P450 reductase 1   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4559|] 1.03 1 1 1 2 38.63 39.07 0.00 0.00 1.03 1.03 0.00 1 1 1 1 1065 121.1 5.68

26137435 Copper-translocating P-type ATPase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5076|] 0.99 1 1 1 1 37.70 0.00 0.99 1 1 805 86.7 5.74

 

CELL DIVISION
26130266 Translation elongation factor G   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3269|] 15.03 1 7 7 22 0.00 204.19 322.87 290.86 236.89 5.35 9.25 8.67 9.25 2 4 4 4 4 6 6 6 692 76.3 4.98

26130268 Translation elongation factor Tu   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3270|] 16.96 1 5 5 20 115.30 287.51 306.27 0.00 6.08 14.18 16.96 0.00 0.00 2 4 5 3 9 8 395 42.9 5.01

26137611 GTP-sensing transcriptional pleiotropic repressor codY   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5164|] 13.90 1 3 3 8 94.99 64.19 95.62 0.00 8.49 4.25 5.41 2 1 1 4 2 2 259 28.8 5.12

26137249 response regulator, putative   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4983|] 10.99 1 3 3 8 86.03 268.74 0.00 3.30 10.99 1 3 2 6 364 42.5 5.68

26131185 transcriptional regulator/TPR domain protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1551|] 7.11 1 3 3 4 34.65 72.64 0.00 2.84 4.27 1 2 1 3 422 50.1 5.96

26130210 Transcriptional regulator CtsR   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3241|] 13.73 1 2 2 3 132.09 13.73 0.00 2 3 153 17.7 7.39

26140875 Single-stranded DNA-binding protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1055|] 11.56 1 2 2 3 47.38 51.52 6.36 0.00 11.56 1 2 1 2 173 18.8 5.34

26138402 Transcriptional regulator, ArsR family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5560|] 11.46 1 1 1 1 65.75 11.46 1 1 96 10.8 8.69

26135155 Transcriptional regulator, AraC family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3932|] 10.69 1 1 1 1 0.00 33.45 0.00 0.00 0.00 10.69 0.00 0.00 0.00 0.00 1 1 159 18.6 5.57

26132235 Histidine triad (HIT) nucleotide-binding protein, similarity with At5g48545 and yeast YDL125C (HNT1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2268|]8.33 1 1 1 1 47.41 8.33 1 1 144 16.1 6.79

26130326 DNA-directed RNA polymerase alpha subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3299|] 6.37 1 1 1 4 50.11 129.95 63.83 6.37 6.37 0.00 6.37 1 1 1 1 2 1 314 34.9 4.97

26137861 RNA polymerase sporulation specific sigma factor SigE   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5289|] 6.28 1 1 1 2 89.39 0.00 6.28 1 2 239 27.6 8.03

26138640 Heat-inducible transcription repressor HrcA   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5679|] 6.21 1 1 1 2 59.17 6.21 1 2 338 37.9 6.02

26138942 Cell division trigger factor   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0078|] 5.41 1 1 1 2 69.71 5.41 1 2 425 47.2 4.58

26130970 Cell division inhibitor   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1455|] 4.98 1 1 1 2 68.74 4.98 1 2 301 33.6 9.03

26141003 RNA polymerase sigma-70 factor, ECF subfamily   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1119|] 4.15 1 1 1 2 73.36 4.15 1 2 289 32.9 5.44

26137615 Translation elongation factor Ts   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5166|] 3.73 1 1 1 1 46.65 3.73 1 1 295 32.4 5.34

26137857 Cell division protein FtsZ   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5287|] 3.65 1 1 1 1 53.14 3.65 1 1 384 40.7 5.33

26135074 Transcriptional regulator, AraC family   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3826|] 3.57 1 1 1 2 66.00 0.00 3.57 1 2 364 43.1 7.34

26130220 DNA integrity scanning protein disA   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3246|] 3.36 1 1 1 2 46.79 3.36 1 2 357 40.1 6.81

26130844 Aspartyl-tRNA(Asn) amidotransferase subunit A @ Glutamyl-tRNA(Gln) amidotransferase subunit A   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1280|]3.30 1 1 1 2 102.20 3.30 1 2 485 52.3 5.26

26132697 D-alanine--poly(phosphoribitol) ligase subunit 1   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2515|] 3.17 1 1 1 1 39.60 3.17 1 1 504 56.5 5.25

26134176 ATP-dependent RNA helicase YfmL   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3378|] 3.08 1 1 1 4 43.94 119.75 42.58 3.08 3.08 3.08 1 1 1 1 2 1 389 44.0 9.70

26130056 DNA polymerase III beta subunit   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1500|] 2.90 1 1 1 1 38.79 2.90 1 1 379 42.6 5.30

26140591 Transcription termination factor Rho   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0903|] 2.60 1 1 1 2 57.93 2.60 0.00 1 2 423 48.1 8.15

26138708 Histidyl-tRNA synthetase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5713|] 2.52 1 1 1 1 62.74 2.52 1 1 476 53.8 5.45

26139745 Glycyl-tRNA synthetase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0481|] 2.40 1 1 1 1 32.88 2.40 1 1 458 53.0 5.20

26139341 Threonyl-tRNA synthetase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0277|] 1.40 1 1 1 1 34.30 1.40 1 1 645 74.0 5.49

26130956 A/G-specific adenine glycosylase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1448|] 1.64 1 1 1 1 0.00 36.77 0.00 0.00 0.00 1.64 0.00 0.00 0.00 1 1 365 41.8 6.71

TRANSPORT PROTEINS
26133329 Putative symporter YjcG   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2831|] 7.17 1 3 3 8 41.75 1.94 1 1 39.13 51.55 105.41 1.94 4.65 5.23 1 2 2 1 2 4 516 54.5 9.42

26139937 lipoprotein, putative   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0577|] 13.71 1 2 2 3 107.02 13.71 2 3 175 19.8 7.91

26137473 Unspecified monosaccharide ABC transport system, substrate-binding component   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5095|]7.04 1 2 2 8 55.85 135.36 180.85 3.66 3.66 7.04 0.00 1 1 2 1 4 3 355 38.3 8.48

26137959 Maltose/maltodextrin transport ATP-binding protein MalK   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5340|] 6.56 1 2 2 5 87.95 149.25 2.73 3.83 1 1 2 3 366 41.3 7.62

26141297 Transposase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1414|] 8.33 1 1 1 1 46.11 8.33 1 1 168 20.2 9.45

26133669 Branched-chain amino acid transport ATP-binding protein LivF (TC 3.A.1.4.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3052|]6.87 1 1 1 2 136.07 6.87 1 2 233 26.4 6.62

26137939 lipoprotein, putative   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5328|] 6.36 1 1 1 1 41.58 6.36 1 1 220 25.8 8.92

26131267 Glutamine ABC transporter, periplasmic glutamine-binding protein (TC 3.A.1.3.2)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1592|]5.80 1 1 1 2 139.22 0.00 0.00 5.80 1 2 276 30.3 9.00

26138176 Amino acid ABC transporter, amino acid-binding protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5448|] 4.63 1 1 1 2 68.04 0.00 0.00 4.63 1 2 259 28.7 6.90

26140901 Inner membrane protein translocase component YidC, short form OxaI-like   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1068|]4.31 1 1 1 2 69.53 4.31 1 2 255 28.4 9.57

26130932 ABC transporter, permease protein, putative   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1436|] 4.21 1 1 1 7 0.00 48.91 41.43 36.14 0.00 0.00 0.00 4.21 4.21 0.00 0.00 0.00 4.21 1 1 1 4 2 1 261 30.0 9.00

HYPOTETHICAL PROTEINS
26141097 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1188|] 28.05 1 12 12 100 474.80 22.11 6 11 55.71 806.59 1449.75 446.33 543.02 152.73 272.75 247.77 81.88 6.11 23.43 21.45 15.51 20.13 8.42 17.00 16.01 6.11 2 7 8 5 6 3 5 5 2 2 14 30 8 12 5 7 8 3 606 68.5 5.20

26132281 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2291|] 24.38 1 4 4 14 77.76 13.07 2 2 203.37 361.63 148.37 0.00 11.31 0.00 18.02 5.65 2 3 1 3 7 2 283 33.3 6.33

26132409 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2355|] 44.06 1 3 3 5 120.65 38.38 44.06 8.39 3 1 4 1 143 15.3 5.68

26137209 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4963|] 25.93 1 3 3 7 78.79 101.73 11.11 0.00 0.00 25.93 1 3 2 5 108 13.1 8.47

26135711 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4210|] 11.76 1 3 3 5 153.32 11.76 0.00 3 5 340 39.2 9.38

26134988 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3783|] 16.42 1 2 2 7 97.54 80.12 16.42 0.00 16.42 2 2 4 3 134 15.7 8.15

26131879 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2090|] 13.95 1 2 2 13 98.83 13.18 1 2 53.14 122.38 45.79 84.94 95.57 49.59 13.95 13.18 13.18 13.18 13.18 13.18 2 1 1 1 1 1 2 2 2 2 2 1 129 14.4 5.82

26133155 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2744|] 12.80 1 2 2 3 0.00 81.58 12.80 2 3 211 23.6 5.39

26134423 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3501|] 11.24 1 2 2 3 96.21 0.00 11.24 2 3 249 28.3 5.95

26135371 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4040|] 10.63 1 2 2 6 80.68 135.38 0.00 0.00 0.00 0.00 0.00 5.80 10.63 1 2 2 4 207 23.8 6.70

26133331 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2832|] 9.73 1 2 2 5 39.91 67.26 77.20 8.85 0.00 9.73 9.73 1 1 1 1 2 2 113 13.1 9.07

26131649 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1975|] 9.65 1 2 2 3 109.95 9.65 2 3 0.00 259 30.2 6.19

26141301 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1416|] 7.94 1 2 2 32 65.15 118.75 149.37 138.53 130.72 139.03 490.97 138.91 133.57 3.97 3.97 3.97 3.97 3.97 7.94 7.94 3.97 3.97 1 1 1 1 1 2 2 1 1 1 2 2 2 2 4 15 2 2 277 29.2 4.45

26134192 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3386|] 13.48 1 1 1 1 46.96 13.48 1 1 141 14.9 5.22

26137113 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4915|] 12.98 1 1 1 3 115.29 58.32 12.98 12.98 1 1 2 1 131 13.9 7.42

26140823 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1033|] 12.03 1 1 1 2 88.68 12.03 1 2 133 15.1 5.88

26140341 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0778|] 11.68 1 1 1 1 34.14 11.68 1 1 137 15.3 9.70

26131833 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2067|] 10.61 1 1 1 1 37.21 10.61 1 1 66 7.3 9.36

26140579 Hypothetical protein ywlB   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0897|] 9.87 1 1 1 2 124.61 9.87 1 2 152 18.1 5.59

26134369 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3474|] 9.85 1 1 1 5 43.43 37.01 42.61 52.71 0.00 9.85 9.85 9.85 9.85 1 1 1 1 2 1 1 1 132 14.4 5.43

26137733 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5225|] 9.23 1 1 1 1 44.67 9.23 1 1 130 15.0 8.87

26138932 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0073|] 8.82 1 1 1 1 73.33 8.82 1 1 204 23.6 6.09

26136105 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4407|] 8.00 1 1 1 2 105.18 8.00 1 2 175 19.1 9.70

26134365 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3472|] 7.87 1 1 1 13 82.36 7.87 1 2 88.02 65.64 91.66 74.80 81.07 42.74 0.00 7.87 7.87 7.87 7.87 7.87 7.87 0.00 1 1 1 1 1 1 2 2 2 2 2 1 178 19.9 7.24

26137513 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5115|] 6.90 1 1 1 1 44.46 0.00 6.90 1 1 174 20.8 5.07

26137931 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5324|] 6.63 1 1 1 1 36.71 6.63 1 1 166 19.5 8.90

26141023 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1151|] 6.32 2 1 1 2 73.60 38.71 6.32 6.32 1 1 1 1 190 21.1 5.12

26135517 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4113|] 5.56 1 1 1 5 70.48 43.76 70.52 5.56 0.00 5.56 5.56 0.00 1 1 1 2 1 2 252 29.9 7.52

26135975 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4342|] 5.51 1 1 1 1 41.01 5.51 1 1 236 25.1 6.40

26135138 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3924|] 4.63 1 1 1 3 35.51 164.01 4.63 4.63 1 1 1 2 389 43.2 6.46

26130496 hypothetical protein BH3604   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3893|] 4.32 1 1 1 1 33.69 4.32 1 1 278 30.1 7.42

26134792 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3685|] 3.51 1 1 1 5 68.84 60.26 41.54 0.00 3.51 3.51 3.51 1 1 1 2 2 1 171 20.1 6.80

26141329 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1430|] 3.41 1 1 1 1 43.39 3.41 1 1 410 45.8 6.14

26132179 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2240|] 2.27 1 1 1 1 36.68 2.27 0.00 0.00 0.00 1 1 924 97.2 6.15

26130904 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1333|] 1.35 1 1 1 2 44.01 1.35 1 1 40.28 1.35 0.00 1 1 445 51.3 9.07

LSU & SSU RIBOSOMAL PROTEINS
26130278 LSU ribosomal protein L2p (L8e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3275|] 21.01 1 4 4 29 134.10 9.42 2 3 103.25 99.97 186.63 170.83 84.51 185.42 154.44 43.44 0.00 5.43 9.42 21.01 17.03 5.43 14.86 10.87 5.43 1 2 4 3 1 3 2 1 2 2 6 4 2 5 4 1 276 30.2 10.73

26130282 LSU ribosomal protein L22p (L17e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3277|] 40.71 1 3 3 4 116.59 40.71 3 4 113 12.5 10.43

26130246 LSU ribosomal protein L11p (L12e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3259|] 23.40 1 3 3 5 121.02 38.40 23.40 0.00 0.00 9.22 2 1 4 1 141 15.0 9.50

26139002 LSU ribosomal protein L27p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0108|] 27.08 1 2 2 3 86.29 27.08 2 3 96 10.5 10.42

26139347 LSU ribosomal protein L20p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0280|] 17.80 1 2 2 6 120.46 42.47 57.05 17.80 0.00 9.32 8.47 2 1 1 4 1 1 118 13.6 11.25

26130338 LSU ribosomal protein L13p (L13Ae)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3305|] 15.86 1 2 2 8 72.85 37.19 99.33 81.04 15.86 8.97 6.90 15.86 2 1 1 2 2 1 2 3 145 16.4 9.86

26130296 LSU ribosomal protein L5p (L11e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3284|] 13.97 1 2 2 9 75.88 142.04 103.44 113.08 8.38 8.38 8.38 13.97 1 1 1 2 2 2 2 3 179 20.2 9.70

26130302 LSU ribosomal protein L6p (L9e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3287|] 13.97 1 2 2 5 141.23 83.24 13.97 8.38 2 1 3 2 179 19.5 9.39

26130248 LSU ribosomal protein L1p (L10Ae)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3260|] 13.48 1 2 2 3 99.50 13.48 2 3 230 24.5 9.52

26138998 LSU ribosomal protein L21p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0106|] 13.73 1 1 1 3 57.43 62.50 13.73 0.00 0.00 13.73 1 1 1 2 102 11.2 9.73

26130328 LSU ribosomal protein L17p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3300|] 12.50 1 1 1 12 164.62 162.15 165.04 148.61 159.05 140.89 12.50 0.00 12.50 12.50 12.50 12.50 12.50 1 1 1 1 1 1 2 2 2 2 2 2 120 13.4 10.48

26130292 LSU ribosomal protein L14p (L23e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3282|] 10.66 1 1 1 2 142.43 10.66 1 2 122 13.1 10.11

26130276 LSU ribosomal protein L23p (L23Ae)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3274|] 10.42 1 1 1 2 56.08 10.42 0.00 1 2 96 11.1 9.99

26137587 LSU ribosomal protein L19p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5152|] 7.89 1 1 1 2 54.89 7.89 1 2 114 13.2 11.41

26130284 SSU ribosomal protein S3p (S3e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3278|] 22.83 1 4 4 10 54.25 66.61 79.79 120.15 63.44 7.31 7.31 6.85 10.50 5.02 1 1 1 2 1 1 2 2 3 2 219 24.3 9.99

26130300 SSU ribosomal protein S8p (S15Ae)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3286|] 30.30 1 3 3 5 220.43 30.30 3 5 132 14.9 9.66

26138628 SSU ribosomal protein S20p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5673|] 34.12 1 2 2 3 0.00 75.41 33.76 17.65 0.00 16.47 0.00 0.00 1 1 2 1 85 9.3 10.67

26130270 SSU ribosomal protein S10p (S20e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3271|] 31.37 1 2 2 3 60.67 31.37 2 3 102 11.7 9.64

26130324 SSU ribosomal protein S11p (S14e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3298|] 21.71 1 2 2 12 244.70 104.12 61.65 47.08 81.27 21.71 10.08 10.08 10.08 10.08 2 1 1 1 1 6 2 1 1 2 129 13.7 11.53

26130306 SSU ribosomal protein S5p (S2e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3289|] 14.46 1 2 2 3 92.19 42.14 8.43 6.02 1 1 2 1 166 17.5 9.79

26137579 SSU ribosomal protein S16p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5148|] 20.00 1 1 1 1 87.51 20.00 1 1 90 10.1 10.14

26130264 SSU ribosomal protein S7p (S5e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3268|] 9.62 1 1 1 2 103.18 9.62 1 2 156 17.9 10.04

26130322 SSU ribosomal protein S13p (S18e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3297|] 9.09 1 1 1 1 41.12 9.09 0.00 1 1 121 13.8 11.17

26130262 SSU ribosomal protein S12p (S23e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3267|] 7.86 1 1 1 3 83.38 44.06 0.00 7.86 7.86 0.00 0.00 1 1 2 1 140 15.4 11.14

26139172 SSU ribosomal protein S4p (S9e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0193|] 5.50 1 1 1 2 93.47 0.00 5.50 1 2 200 23.0 9.91

26132897 SSU ribosomal protein S1p   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2615|] 3.40 1 1 1 2 33.13 42.01 3.40 3.40 1 1 1 1 382 42.1 5.10

OTHER PROTEINS
26140715 alternate gene name: ipa-62r   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0965|] 28.28 1 4 4 33 134.71 12.41 1 2 165.66 53.78 145.64 158.53 204.51 146.27 171.11 152.19 199.73 21.38 12.41 12.41 28.28 27.59 12.41 28.28 19.31 19.31 2 1 1 3 3 1 4 2 2 4 1 2 4 5 2 6 3 4 145 16.3 5.34

26140947 Tellurium resistance protein TerD   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1091|] 19.59 1 3 3 9 52.52 62.46 66.43 259.55 0.00 6.70 6.70 7.22 19.59 1 1 1 3 1 2 1 5 194 21.1 4.73

26139637 DUF124 domain-containing protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0411|] 17.69 1 3 3 6 40.96 231.34 4.23 17.69 0.00 1 3 1 5 260 27.8 5.15

26139899 Iron-sulfur cluster assembly protein SufD   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0558|] 11.86 1 3 3 7 91.34 84.11 11.86 3.26 0.00 3 1 5 2 430 46.9 5.44

26138788 MaoC family protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5753|] 17.60 1 2 2 2 80.29 17.60 0.00 2 2 125 14.3 5.53

26136157 FOG: TPR repeat   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4433|] 16.67 1 2 2 6 210.84 34.70 47.78 16.67 0.00 9.42 9.42 2 1 1 4 1 1 138 16.2 4.27

26139749 conserved domain protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0483|] 11.34 1 2 2 3 76.21 11.34 2 3 247 29.1 9.38

26139214 Protein ecsC   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0214|] 10.83 1 2 2 4 206.48 10.83 2 4 277 32.0 8.69

26138840 DinB family protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0029|] 13.77 1 1 1 2 62.42 13.77 1 2 167 18.6 5.29

26134553 DNA-binding protein HBsu   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3566|] 12.22 1 1 1 2 50.72 12.22 0.00 1 2 90 9.6 9.13

26135215 DUF1696 domain-containing protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3962|] 12.12 1 1 1 2 78.57 12.12 1 2 99 11.3 7.50

26136015 Bacillus cereus group-specific protein, uncharacterized   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4362|] 10.34 1 1 1 1 39.35 10.34 1 1 87 9.5 6.52

26135303 ThiJ/PfpI family protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4006|] 8.42 1 1 1 2 76.60 8.42 1 2 190 20.8 5.35

26139120 General stress protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0167|] 8.24 1 1 1 1 67.79 8.24 1 1 170 19.1 8.88

26130746 Cystine-binding periplasmic protein precursor   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1231|] 8.02 1 1 1 3 74.03 41.99 0.00 0.00 8.02 8.02 1 1 2 1 162 18.2 8.66

26138127 Arginine pathway regulatory protein ArgR, repressor of arg regulon   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5424|] 7.38 1 1 1 1 34.35 7.38 1 1 149 16.9 6.52

26140235 Mutator mutT protein (7,8-dihydro-8-oxoguanine-triphosphatase)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0725|] 7.24 1 1 1 1 46.51 7.24 1 1 152 17.5 4.98

26138546 VrrA protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5632|] 6.80 1 1 1 1 0.00 34.07 6.80 0.00 0.00 0.00 1 1 147 16.3 8.34

26132773 Protein LiaH, similar to phage shock protein A   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2553|] 6.36 1 1 1 2 89.14 6.36 1 2 220 26.4 6.76

26140307 Ribosomal subunit interface protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0761|] 6.11 1 1 1 1 42.78 6.11 1 1 180 21.1 5.80

26132615 phaP protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2457|] 5.75 1 1 1 1 43.26 5.75 1 1 174 20.4 5.02

26136477 ThiJ/PfpI family protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4592|] 5.53 1 1 1 1 37.13 5.53 1 1 199 21.8 7.55

26138982 Rod shape-determining protein MreB   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0098|] 5.31 1 1 1 2 86.30 5.31 1 2 339 36.0 4.86

26132299 CMP-binding-factor 1   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2300|] 5.10 1 1 1 2 167.02 5.10 1 2 314 35.5 6.29

26135311 Penicillin-binding protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4010|] 5.00 1 1 1 2 62.66 5.00 1 2 340 39.0 5.54

26131493 conserved domain protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1906|] 4.70 1 1 1 1 37.99 0.00 4.70 1 1 234 27.0 9.83

26140041 conserved domain protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0629|] 3.92 1 1 1 1 54.26 3.92 1 1 306 34.3 8.94

26139006 COG0536: GTP-binding protein Obg   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0110|] 3.50 1 1 1 1 62.10 3.50 1 1 428 47.2 5.59

26131102 Inner membrane protein YqiK   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1510|] 3.44 1 1 1 2 135.85 3.44 0.00 1 2 524 57.6 5.47

26138520 GTP-binding protein Era   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5619|] 3.32 1 1 1 4 43.71 31.72 33.75 44.91 3.32 3.32 3.32 0.00 3.32 1 1 1 1 1 1 1 1 301 34.3 9.09

26132885 GTP-binding protein EngA   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2609|] 2.75 1 1 1 2 93.49 2.75 1 2 436 48.6 5.68

26130998 PTS system, N-acetylglucosamine-specific IIB component / PTS system, N-acetylglucosamine-specific IIC component   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1469|]2.62 1 1 1 4 52.81 80.74 2.62 0.00 2.62 1 1 2 2 497 52.5 7.58

26137185 conserved repeat domain protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4951|] 0.36 1 1 1 1 50.48 0.36 1 1 2490 258.4 4.34


