Table 2. Consequences of C to T(U) missense mutations in the region of env gene coding for HIV1 gp120. Numbers of amino acid mutations leading to creation and destruction of glycosylation sites are given.
	Type of amino acid substitution
	N-glycosylation sites
	O-glycosylation sites
	Number of all possible mutations

	
	creation
	destruction
	creation
	destruction
	

	Pro to Ser4
	1
	1
	1
	1
	22

	Pro to Leu4
	1
	1
	0
	1
	22

	Ala to Val
	1
	0
	0
	1
	22

	Arg4 to Cys
	0
	0
	0
	0
	1

	Leu4 to Phe
	0
	0
	0
	0
	3

	Ser4 to Leu2
	0
	1
	0
	0
	8

	Ser4 to Phe
	1
	0
	0
	0
	6

	Thr to Ile
	3
	10
	0
	1
	41

	Thr to Met
	0
	2
	0
	0
	3

	Total
	7
	15
	1
	4
	128


