


Figure S1: MRM-chromatograms for the detection of B[a]P-1,6-dione using LC-

MS/MS.  

Extraction of the B[a]P-dione specific MRM-transition m/z 283->226 in a retention 

time range of 10 – 15 min. Analyses were verified by a second MRM-transition (m/z 

283->255; data not shown). 

A: Blank sample of Methanol. 

B: Extract of Jurkat T cells exposed to DMSO for 4h. 

C: B[a]P-1,6-dione reference standard at 10 ng/ml. 

D: Extract of Jurkat T cells exposed to 50 µM B[a]P for 4h. 

 











Figure S2: 

Metabolic subnetworks inferred from significantly changed proteins and metabolites by the k-
walks approach. Modules (highlighted ellipses) were calculated with the algorithm of Blondel 
et al. [1]. Functional assignment of the modules was performed by an overrepresentation 
analysis using the gene set and metabolite set analysis function of ConsensusPathDB [2]. 
Diamonds represent metabolites and circles depict reactions. In case of measured proteins 
catalyzing a reaction, the node is assigned to the respective encoding gene. Otherwise the 
nodes are labeled by the associated EC number. Measured metabolites are labeled by the 
respective name from the experimental platform, all others by an identifier of the database 
they originate from. Seed nodes are colored according to their fold-change normalized by the 
standard deviation. Nodes that are either not measured or not significantly changed are 
colored in white. A - B[a]P/control;  B - activated/control;  C - activated+B[a]P/activated;  D -
activated+B[a]P/B[a]P. Of note, the identified affected subnetworks and clusters are varying 
in size, indicating the assigned importance of the incorporated paths and pathways by the 
random walker. 
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